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Supplementary Figure S1. Number of PBFC genes (a) and potential plant-beneficial
functions (b) per strain according to primary ecological lifestyle of sequenced
Proteobacteria. Statistical comparisons were made with the Wilcoxon test (P < 0.05) and
statistical relations are indicated by letters a-d.
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Table S1 List of bacterial genomes used in this study. For each, the occurrence of PBFC genes and the primary ecological lifestyle are indicated.

Phylum Order Strains Accessions number(s) pqqG pqqF pgqgE pqgD pqqC pqqB phlA phiB phIiC phlD nifK nifD nifH acdS budA budB budC nirK ipdC ppdC hcnA hcnB hcnC
PGPR
Rhizobiales Agrobacterium radiobacter K84 NC_011987, NC_011985, NC_011994, NC_011990, NC_011983 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Rhizobium sp. NT26 FO082820, FO082821, FO082822 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
Rhodocyclales Azoarcus sp. BH72 NC_008702 0 0 1 1 1 1 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0
Alphaproteobacteria Azospirillum brasilense CBG497 AzospirilluScope project in Mage database 0 0 1 1 1 1 0 0 0 0 1 1 1 0 0 0 1 1 0 1 0 0 0
Azospirillum brasilense Sp245 NC_016617, NC_ 016594, NC_016618, NC_016595, NC_016596, NC_016619, NC_016597 0 0 1 1 1 1 0 0 0 0 1 1 1 0 0 0 1 1 0 1 0 0 0
Rhodospirillales Azospirillum lipoferum 4B NC_016622, NC_ 016585, NC_016586, NC_016623, NC_016587, NC_016624, NC_016588, 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 1 1 0 0 0 0 0
Azospirillum sp. B510 NC_013854, NC_013855, NC_013856, NC_013857, NC_013858, NC_013859, NC_013860 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 1 1 0 0 0 0 0
Gluconacetobacter diazotrophicus PAI5 NC_010125, NC_010124, NC_010123 1 0 1 1 1 1 0 0 0 0 1 1 1 0 0 0 1 0 0 0 0 0 0
Burkholderia ambifaria AMMD NC_008392, NC_008391, NC_008390, NC_008385 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Betaproteobacteria Burkholderiales Burkholderia cepacia 383 NC_007510, NC_007511, NC_007509 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia phytofirmans PsJN NC_010681, NC_010679, NC_010676 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Herbaspirillum seropedicae SmR1 NC_014323 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0
Enterobacter cloacae GS1 NZ_AJXP00000000 0 1 1 1 1 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Enterobacter sp. 638 NC_009436, NC_009425 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Enterobacteriales  Klebsiella pneumoniae 342 NC 011283, NC 011282, NC_011281 0 1 1 1 1 1 0 0 0 0 1 1 1 0 1 1 1 0 1 0 0 0 0
Pantoea vagans C9 1 NC_ 014562, NC 014561, NC_014563, NC_014258 0 0 1 1 1 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Serratia proteamaculans 568 NC_009832, NC_009829 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Pseudomonas brassicacearum NFM421 NC 015379 1 1 1 1 1 1 1 1 1 1 0 0 0 1 0 0 0 0 0 0 1 1 1
Gammaproteobacteria Pseudomonas fluorescens A506 NC 021361, NC 017911 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0
Pseudomonas fluorescens F113 NC_016830 1 1 1 1 1 1 1 1 1 1 0 0 0 1 0 0 0 0 0 0 1 1 1
Pseud dal Pseudomonas fluorescens SBW25 NC_012660 0 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
seudomonadales Pseudomonas protegens Pf-5 NC_004129 1 1 1 1 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 1 1 1
Pseudomonas putida KT2440 NC_002947 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas putida W619 NC 010501 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas stutzeri A1501 NC_009434 1 1 1 1 1 1 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0
Endophytes/symbionts
Azorhizobium caulinodans ORS571 NC_009937 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 1 0 0 0 0 0 0
Bradyrhizobium japonicum USDA110 NC 004463 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 1 0 0 0 0 0
Bradyrhizobium sp. BTAil NC_009485, NC_009475 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 1 0 1 0 0 0
Bradyrhizobium sp. ORS278 NC_009445 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 1 0 1 0 0 0
Bradyrhizobium sp. WSM1417 AZXU00000000 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 1 0 0 0 0 0
Bradyrhizobium sp. WSM471 NZ_CM001442 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 1 0 0 0 0 0
Bradyrhizobium sp. YR681 NZ_AKIY00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0
Mesorhizobium australicum WSM2073 NC 019973 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 1 0 0 0 0 0
Mesorhizobium ciceri WSM1271 NC_014923, NC_014918 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 1 0 0 0 0 0
Mesorhizobium loti MAFF303399 NC_002678, NC_002679, NC_002682 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0
Mesorhizobium opportunismum WSM2075 NC_015675 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 1 0 0 0 0 0
Methylobacterium nodulans ORS2060 NC_ 011894, NC 011892, NC_011887, NC_011895, NC_011893, NC_ 011890, NC_011889, NC_011888 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0
. Rhizobiales Methylobacterium populi bjo01 NC 010727, NC_010725, NC_010721 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Alphaproteobacteria Methylobacterium sp. 4-46 NC 010511, NC 010374, NC_010373 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0
Phyllobacterium sp. YR531 NZ_AKIZ00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0
Rhizobium etli CIAT652 NC_010998, NC_010997, NC_010996, NC_010994 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 1 0 0 0 0 0 0
Rhizobium leguminosarum trifolii WSM1689 CP007045, CP007046, CP007047, CP0O07048, CP007049, CP0O07050 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 1 0 0 0 0 0 0
Rhizobium leguminosarum trifolii WSM2304 NC_011371, NC_011370, NC_011369, NC_011368, NC_011366 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 1 0 0 0 0 0 0
Rhizobium leguminosarum viciae 3841 NC_008384, NC_008383, NC_008382, NC_008381, NC_008380, NC_008379, NC_008378 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 1 0 0 0 0 0 0
Rhizobium leguminosarum WSM1325 NC_012858, NC_ 012854, NC_012853, NC_ 012852, NC_012850, NC 012848 0 0 0 0 0 0 0 0 0 0 1 1 1 0 0 0 1 0 0 0 0 0 0
Rhizobium sp. AP16 NZ_AJVMO00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Rhizobium sp. CF122 NZ_AKKAO00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
Rhizobium sp. CF142 NZ_AJWEO00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
Sinorhizobium meliloti 1021 NC 003078, NC_003037, NC_003047 0 0 1 1 1 1 0 0 0 0 1 1 1 0 0 0 0 1 0 0 0 0 0
Sinorhizobium meliloti AK83 NC_015597, NC_015592, NC_015596, NC_015591, NC_015590 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0
Sinorhizobium meliloti BL225C NC_017323, NC_017324, NC_017322 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 1 0 0 0 0 0
Sphingomonadales  Sphingobium sp. AP49 NZ_AJVL00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Acidovorax sp. CF316 NZ_AKJX00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia phymatum STM815 NC_010622, NC_010627, NC_010623, NC_010625 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0
Burkholderia sp. ccge1002 NC_014120, NC_014118, NC_014119, NC_014117 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0
Burkholderia sp. H160 NZ_ABYL00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Betaproteobacteria Burkholderiales Cupriavidus taiwanensis LMG19424 NC_010530, NC_010529, NC_010528 0 0 1 1 1 1 0 0 0 0 1 1 1 0 0 0 0 0 0 0 0 0 0
Herbaspirillum sp. CF444 NZ_AKJW 00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Herbaspirillum sp. YR522 NZ_AKJA00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Polaromonas sp. CF318 NZ_AKIV0O0000000 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Variovorax sp. CF313 NZ_AKIW 00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Enterobacteriales Enterobacter cloacae ENHKUO1 NC 018405 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Enterobacter sp. SST3 NZ_ALNS00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Pseudomonas putida F1 NC_009512 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM102 NZ_AKJB00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 1 1
Pseudomonas sp. GM16 NZ_AKJV00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1
Pseudomonas sp. GM17 NZ_AKJUO0000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 1 0 0 1 1 1
Pseudomonas sp. GM18 NZ_AKJTO00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 1 1
Pseudomonas sp. GM21 NZ_AKJS00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM24 NZ_AKJR0O0000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 1 1
Gammaproteobacteria Pseudomonas sp. GM30 NZ_AKJP00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1
Pseudomonadales Pseudomonas sp. GM33 NZ_AKJO00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0
Pseudomonas sp. GM41 NZ_AKJINOO0OO000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM50 NZ_AKJKO00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1
Pseudomonas sp. GM55 NZ_AKJJ00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM60 NZ_AKJI0O0000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM67 NZ_AKJHO0000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM78 NZ_AKJF00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM79 NZ_AKJE00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 1 1 1
Pseudomonas sp. GM80 NZ_AKJD0O0000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1
Xanthomonadales  Stenotrophomonas maltophila R5513 NC_011071 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Saprophytes
Caulobacterales Caulobacter sp. AP0O7 NZ_AKKF00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Alphaproteobacteria Rhizobiales Methylobacterium extorquens pal NC_010172 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Methylobacterium radiotolerans jcm2831 NC_010518, NC_010517, NC_010505, NC_010504, NC_010502, NC_010514, NC_010510, NC 010509, NC 01C © 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Sphingomonadales  Novosphingobium sp. AP12 NZ_AKKEO0000000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Burkholderia ambifaria IOP40 10 NZ_ABLC00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia ambifaria MC40 6 NC_010557, NC_010553, NC_010552, NC_010551 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia ambifaria MEX5 NZ_ABLKO00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia cenocepacia HI2424 NC_008543, NC_008542, NC_008545, NC_008544 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia graminis C4AD1M NZ_ABLD00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia multivorans ATCC17616 NC_010805, NC_010804, NC_010802, NC_010801 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Betaproteobacteria Burkholderiales Burkholderia rhizoxinica HKI454 NC_014723, NC_014722, NC_014718 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Burkholderia sp. ccge1001 NC 015137, NC 015136 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia sp. ccge1003 NC_014539, NC_014540 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia thailandensis Bt4 NZ_ABBHO00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 1 0 0 0 0 0
Burkholderia ubonensis Bu NZ_ABBEO0O000000 0 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia vietnamiensis G4 NC_009256, NC_009255, NC_009254, NC_009230, NC_009229, NC_009227, NC_009228, NC_009226 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0
Burkholderia xenovorans LB400 NC 007951, NC_007953, NC_ 007952 0 0 1 1 1 1 0 0 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0
Erwinia billingiae Eb661 NC_014304, NC_014306, NC_014305 0 0 1 1 1 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Enterobacteriales Pantoea sp. At 9b NC_014838, NC_014839, NC_014840, NC_014837, NC_014841, NC_014842 0 0 1 1 1 1 0 0 0 0 1 1 1 1 1 1 1 0 1 0 0 0 0
Pantoea sp. GMO01 NZ_AKIUO0000000 0 0 1 1 1 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Pantoea sp. YR343 NZ_AKIT00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0
Pseudomonas fluorescens Pf0-1 NC_007492 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1
Gammaproteobacteria Pseudomonas putida GB1 NC 010322 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM25 NZ_AKJQO00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1
Pseudomonadales Pseudomonas sp. GM48 NZ_AKJM00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM49 NZ_AKJLO0000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM74 NZ_AKJG00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas sp. GM84 NZ_AKJC00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Pseudomonas syringae 642 NZ_ADGB00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Phytopathogens
Alphaproteobacteria Rhizobiales Agrobacterium tumefaciens C58 NC_003062, NC_003063, NC_003064, NC_003065 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0
Agrobacterium vitis S4 NC_011989, NC 011988, NC_011981, NC_011984, NC_011982, NC_011991, NC_011986 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Acidovorax avenae citrulli AACO01 NC 008752 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Acidovorax avenae subsp. avenae ATCC19860 NC 015138 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia gladioli BSR3 NC_015381, NC_015382, NC_015377, NC_015376, NC_015378, NC_015383 1 0 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Burkholderia glumae BGR1 NC_012724, NC_012721, NC_012723, NC_012718, NC_012720, NC_012725 1 0o 1 1 1 1 o O O O O O o 1 0 O O O O 0 0 O0 O
Betaproteobacteria Burkholderiales Ralstonia solanacearum CFBP2957 NC_ 014307, NC_014309 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Ralstonia solanacearum CMR15 NC_017589, NC_017558, NC_017559 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Ralstonia solanacearum GMI1000 NC 003296, NC_ 003295 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Ralstonia solanacearum molK2 NZ_CAHW 00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Ralstonia solanacearum PSI107 NC_014310, NC_014311, NC_014308 0 0 0 0 0 0 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Dickeya dadantii 3937 NC_014500 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 0 0 0 0 0 0
Dickeya dadantii Ech586 NC_013592 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0
Dickeya dadantii Ech703 NC_012880 0 0 0 0 0 0 0 0 0 0 1 1 1 1 1 1 1 0 0 0 0 0 0
Dickeya zeae Ech1591 NC_012912 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 1 0 0 0 0 0 0
Enterobacter mori LMG25706 NZ_AEXB00000000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Erwinia amylovora ATCC49946 NC_013971, NC_013972, NC_013973 0 1 1 1 1 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0
Enterobacteriales Erwinia amylovora CFBP1430 NC_013961, NC_ 013957 0 1 1 1 1 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0
Erwinia pyrifoliae DSM12163 NC_017390, NC_01739, NC_017389, NC_017391, NC_017388 0 1 1 1 1 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0
Erwinia pyrifoliae Ep1 96 NC_012214, NC_013954, NC_013263, NC_013265, NC_013264 0 1 1 1 1 1 0 0 0 0 0 0 0 0 1 1 0 0 1 0 0 0 0
Pantoea ananatis LMG20103 NC_013956 0 0 1 1 1 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Pantoea ananatis PA13 NC_017554, NC_017553 0 0 1 1 1 1 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Pectobacterium atrosepticum SCRI1043 NC_004547 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 1 1 0 1 0 0 0 0
Pectobacterium carotovorum PC1 NC_012917 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Pectobacterium carotovorum PCC21 NC 018525 0 0 0 0 0 0 0 0 0 0 0 0 0 0 1 1 1 0 1 0 0 0 0
Pseudomonas syringae aesculi 2250 NZ_ACXT00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas syringae aesculi ncppb3681 NZ_ACXS00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas syringae B728a NC_007005 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas syringae ff5 ACXZ00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas syringae oryzae 1 6 NZ_ABZR00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas syringae phaseolicola 1448A NC 005773 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonadales . .
Pseudomonas syringae tabaci ATCC11528 NZ_ACHUO00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas syringae tomato DC3000 NC_004578, NC_004632, NC_004633 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas syringae tomato k40 NZ_ADFY00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Gammaproteobacteria Pseudomonas syringae tomato max13 NZ_ADFZ00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas syringae tomato ncppb1108 NZ_ADGAO00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Pseudomonas syringae tomato t1 NZ_ABSMO00000000 1 1 1 1 1 1 0 0 0 0 0 0 0 1 0 0 0 0 0 0 0 0 0
Xanthomonas albilineans GPE PC73 NC_017557, NC_017556, NC_017555, NC 013722 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas axonopodis pv. citri 306 NC_020815, NC_020817, NC_020816 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas campestris ATCC33913 NC_003902 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas campestris pv. musacearum NCPPB4381 NZ_ACHT00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas campestris pv. vasculorum NCPPB702 NZ_ACHS00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas campestris sb100 NC_010688 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas campestris str8004 NC_007086 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
xanthomonadales Xanthomonas campestris vesicatoria s85 10 NC_007508, NC_007507, NC_007506, NC_007505, NC_007504 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas fuscans aurantifolii ICPB10535 NZ_ACPY00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas fuscans aurantifolii ICPB11122 NZ_ACPX00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas gardneri ATCC19865 NZ_AEQX00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas oryzae kacc10331 NC_006834 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas oryzae maff311018 NC_007705 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas oryzae pv. oryzicola BLS256 NC_017267 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas oryzae px099a NC_010717 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xanthomonas vesicatoria ATCC35937 NZ_AEQV00000000 0 0 1 1 1 1 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xylella fastidiosa 9a5c NC_002488, NC_002489, NC_002490 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xylella fastidiosa Dixon NZ_AAALO0000000 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xylellales Xylella fastidiosa fastidiosa GB514 NC_017562, NC_017561 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0
Xylella fastidiosa M12 NC_010513 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0 0




Animal pathogens

Alphaproteobacteria

Betaproteobacteria

Gammaproteobacteria

Rhizobiales

Burkholderiales

Neisseriales

Enterobacteriales

Pseudomonadales

Xylella fastidiosa M23
Xylella fastidiosa Temeculal

Bartonella bacilliformis KC583
Bartonella clarridgeiae 73
Bartonella grahamii as4aup
Bartonella quintana Toulouse
Bartonella tribocorum CIP 105476
Brucella abortus 2308 A
Brucella abortus bv. 1
Brucella abortus bv.
Brucella abortus bv.
Brucella abortus bv.
Brucella abortus bv.
Brucella abortus bv.
Brucella abortus bv. 9

Brucella abortus NCTC 8038

Brucella abortus S19

Brucella canis ATCC23365

Brucella ceti B1 94

Brucella ceti Cudo

Brucella ceti M13 05 1

Brucella ceti M490 95 1

Brucella ceti M644 93 1

Brucella melitensis ATCC23457
Brucella melitensis bv. 1

Brucella melitensis bv. 2

Brucella melitensis bv. 3

Brucella melitensis M28

Brucella microti CCM 4915

Brucella neotomae 5K33

Brucella ovis ATCC25840

Brucella pinnipedialis B2 94

Brucella pinnipedialis M163 99 10
Brucella pinnipedialis M292 94 1
Brucella sp. 83 13

Brucella sp. BO1

Brucella sp. BO2

Brucella sp. F5 99

Brucella sp. NF 2653

Brucella suis ATCC23445

Brucella suis bv. 1

Brucella suis bv. 3

Brucella suis bv. 4

Brucella suis bv. 5

Bordetella avium 197N

Bordetella bronchiseptica RB50
Bordetella parapertussis 12822
Bordetella pertussis CS

Bordetella pertussis Tohama |
Burkholderia cenocepacia AU1054
Burkholderia cenocepacia J2315
Burkholderia cenocepacia PC184
Burkholderia dolosa AUO158
Burkholderia mallei 10399
Burkholderia mallei 2002721280
Burkholderia mallei ATCC23344
Burkholderia mallei FMH
Burkholderia mallei GB8 horse 4
Burkholderia mallei JHU
Burkholderia mallei NCTC10229
Burkholderia mallei NCTC10247
Burkholderia mallei SAVP1
Burkholderia multivorans CGD1
Burkholderia multivorans CGD2
Burkholderia multivorans CGD2M
Burkholderia oklahomensis C6786
Burkholderia oklahomensis EO147
Burkholderia pseudomallei 1106a
Burkholderia pseudomallei 1106b
Burkholderia pseudomallei 112
Burkholderia pseudomallei 14
Burkholderia pseudomallei 1655
Burkholderia pseudomallei 1710a
Burkholderia pseudomallei 1710b
Burkholderia pseudomallei 406e
Burkholderia pseudomallei 576
Burkholderia pseudomallei 668
Burkholderia pseudomallei 7894
Burkholderia pseudomallei 9
Burkholderia pseudomallei 91
Burkholderia pseudomallei B7210
Burkholderia pseudomallei BCC215
Burkholderia pseudomallei DM98
Burkholderia pseudomallei K96243
Burkholderia pseudomallei MSHR305
Burkholderia pseudomallei MSHR346
Burkholderia pseudomallei NCTC13177
Burkholderia pseudomallei Pakistan 9
Burkholderia pseudomallei Pasteur
Burkholderia pseudomallei S13
Burkholderia thailandensis E264
Burkholderia thailandensis MSMB43
Burkholderia thailandensis MSMB43
Burkholderia thailandensis TXDOH
Neisseria cinerea ATCC14685
Neisseria elongata glycolytica ATCC29315
Neisseria flavescens NRL30031 H210
Neisseria flavescens SK114

Neisseria gonorrhoeae 1291
Neisseria gonorrhoeae 35 02
Neisseria gonorrhoeae DGI18
Neisseria gonorrhoeae DGI2
Neisseria gonorrhoeae F62

Neisseria gonorrhoeae FA1090
Neisseria gonorrhoeae FA19
Neisseria gonorrhoeae FA6140
Neisseria gonorrhoeae MS11
Neisseria gonorrhoeae NCCP11945
Neisseria gonorrhoeae PID1
Neisseria gonorrhoeae PID18
Neisseria gonorrhoeae PID332
Neisseria lactamica ATCC23970
Neisseria macacae ATCC33926
Neisseria meningitidis 053442
Neisseria meningitidis 8013
Neisseria meningitidis alpha710
Neisseria meningitidis ATCC13091
Neisseria meningitidis FAM18
Neisseria meningitidis G2136
Neisseria meningitidis H44 76
Neisseria meningitidis MC58
Neisseria meningitidis WUE 2594
Neisseria meningitidis 22491
Neisseria mucosa C102

Neisseria mucosa M26

Neisseria polysaccharea ATCC43768
Neisseria sicca ATCC29256

Neisseria sp. F0314

Neisseria subflava NJ9703
Enterobacter cloacae ATCC13047
Klebsiella pneumoniae HS11286
Klebsiella pneumoniae KCTC2242
Klebsiella pneumoniae MGH78578
Pantoea ananatis LMG5342
Pseudomonas aeruginosa LESB58
Pseudomonas aeruginosa PA7
Pseudomonas aeruginosa PAO1
Pseudomonas aeruginosa UCBPP PA14

o Uk WN

NC_010579, NC_010577
NC_004556, NC_004554

NC_008783
NC_014932

NC_012846, NC_012847
NC_005955

NC_010161, NC_010160
NC_007624, NC_007618
NC_006933, NC_006932
NZ_ACBJ00000000.
NZ_ACBI00000000
NZ_ACBH00000000
NZ_ACXC00000000
NZ_ACBG00000000
NZ_ACEL00000000
NZ_ACJJ00000000
NC_010742, NC_010740
NC_010103, NC_010104
NZ_ACEK00000000
NZ_ACJD00000000
NZ_ACBP00000000
NZ_ACEJ00000000
NZ_ACBO00000000
NC_012441, NC_012442
NC_003318, NC_003317
NZ_ACEM00000000
NZ_ACEI00000000
NC_017245, NC_017244
NC_013119, NC_013118
NZ_ACEH00000000
NC_009505, NC_009504
NC_015858, NC_015857
NZ_ACBM00000000
NZ_ACEF00000000
NZ_ACBQ00000000
NZ_ADEZ00000000
NZ_ADFA00000000
NZ_ACFF00000000
NZ_ADFB00000000
NC_010169, NC_010167
NC_017251, NC_017250
NZ_ACBL00000000
NZ_ACJK00000000
NZ_ACBK00000000
NC_010645

NC_002927

NC_002928

NC_017223

NC_002929

NC_008062, NC_008061, NC_008060

NC_011001, NC_011000, NC_011003, NC_011002
NZ_CH482379, NZ_CH482378, NZ_CH482377

NZ_AAKY00000000
NZ_AAHN00000000
NZ_AANX00000000
NC_006349, NC_006348
NZ_AAIQ00000000
NZ_AAHO00000000
NZ_AAIR00000000
NC_008836, NC_008835
NC_009080, NC_009079
NC_008785, NC_008784
NZ_ACFB00000000
NZ_ACFC00000000
NZ_ACFD00000000
NZ_ABBG00000000
NZ_ABBF00000000
NC_009078, NC_009076
NZ_AAMB00000000
NZ_ABBP00000000
NZ_ABBJ00000000
NZ_AAHR00000000
NZ_AAHS00000000
NC_007435, NC_007434
NZ_AAMMO0000000
NZ_ACCE00000000
NC_009075, NC_009074
NZ_ABBO00000000
NZ_ABBL00000000
NZ_ABBK00000000
NZ_ABBN00000000
NZ_ABBR0O0000000
ABBIO0000000
NC_006351, NC_006350
NC_021884, NC_021877
ACO0J00000000
NZ_ABBQO00000000
NZ_ACKA00000000
NZ_AAHV00000000
NZ_AAHW 00000000
NZ_AACX00000000
NZ_ABBMO00000000
NZ_ABBMO00000000
NZ_ABBD00000000
NZ_ACDY00000000
NZ_ADBF00000000
NZ_ACEN00000000
NZ_ACQV00000000
NZ_ABZF00000000
NZ_ABZG00000000
NZ_ABZH00000000
NZ_ACIG00000000
NZ_ADAA00000000
NC_002946
NZ_ABZJ00000000
NZ_ABZI00000000
NZ_AKCHO00000000
NC_011035, NC_011034
NZ_ABZMO00000000
NZ_ABZL00000000
NZ_ABZ0O00000000
NZ_ACEQ00000000
NZ_AFQEO00000000
NC_010120

NC_017501

NC_017505
NZ_AEEF00000000
NC_008767

NC_017513

NC_017516

NC_003112

NC_017512

NC_003116
NZ_ACRG00000000
NZ_ACDX00000000
NZ_ADBE00000000
NZ_ACKO00000000
NZ_ADEA00000000
NZ_ACEO00000000
NC_014121, NC_014108, NC_014107

NC_016845, NC_016847, NC_016841, NC_016840, NC_016846, NC_016839, NC_016838

NC_017540, NC_017541

NC_009649, NC_009648, NC_009651, NC_009650, NC_009653, NC_009652

NC_016816, NC_016817
NC_011770
NC_009656
NC_002516
NC_008463
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